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* Seven KI/T D816V mutation-positive cases Germany Spain
showed intratumoral heterogeneity for
KIT D816 variants, which could reflect a

subclonal architecture of tumors

* Most cancer institutes used custom panels, while
general hospitals (the majority of institutions) used
more commercially available panels

" Results are extracted from SOPHIA’s community and thus data should be interpreted with caution as they might reflect only part of the
general trend in those countries

* Accurate diagnosis and understanding of co-mutations in
SM can impact prognosis and treatment strategy*>

Figure 3. Frequency of specific KIT D816 mutations detected by HemOnc panels as a percentage
of individuals positive for any KIT mutation, by country (normalized per number of KIT
mutation-positive individuals per country) (total n = 12,840, n = 283 with KIT D816 variant).
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Figure 4. Number of cases with oncogenic variants co-occurring with KIT D816V.

D816l, as well as co-mutation of KIT with other genes
such as TET2, SRSF2, ASXL1 and RUNX1 to investigate the
molecular profiles of potential SM cases

neoplasm (SM-AHN), which could have been
mistakenly classified under other tags such as myeloid
neoplasm or leukemia
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Figure 2. Disease tag associated with KIT D186 mutation-positive individuals, separated
according to specific KIT variant (n = 283).
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* Indeed, the reported frequency for KIT and co-occurring alterations is likely under-estimated
here, due to the availability of alternative genetic testing techniques and platforms (e.g. ddPCR,
which can have a higher sensitivity than NGS)

* The low percentage of SM disease tags associated with KIT D816 cases highlights the difficulty in
detecting and diagnosing individuals with SM and the potential number of individuals that could
benefit from K/T-targeted treatment strategies
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